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ABSTRACT - Kasetsart University Research and Development Institute (KURDI) by cooperation with Asia-
Pacific Advanced Network (APAN) establishes and services biological sequence databanks. We provide free of
charge for researchers and general person at web site: http://bio-mirror.ku.ac.th and ftp site: ftp://bio-
mirror.ku.ac.th/biomirror. The currently total databanks are about 28 Gigabyte in compressed format and
include many subdata that separate 3 widely groups. 1) DNA sequence database include GENBANK, BLAST,
DDBJ, EMBL and RICE; 2) Protein sequence database include PROSITE, BLOCKS, PFAM, PIR,
SWISSPROT, and TREMBL and 3) Other sub database include ENZYME, REBASE, TAXONOMY, and
UNIGENE.

Beside, there are many software engines used for analyze and manage biological sequence database in
Bio-Mirror that is useful to researcher and general person. Bio-Mirror helps users in Thailand for high-speed
access to increase performance in using network that connects other countries. Moreover Bio-Mirror is useful to
biological technology researcher and information technology researcher for research and development in the
future.
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Identification and Characterization)
5. TsunsuAns e Insaadnalguail (Primary Structure Analysis)

- TilsunsumeaziuduiswesaeTsauiifansvaiiuag

- Tlsunsumeaziusumiaien lsidasune
5. Tsunsumsmdmnu v Transmembrane (Transmembrane

regions detection)
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DNA http://alces.med.umn.edu/cuse.html
Sequence

Translation

Protein http://www2.ebi.ac.uk/translate/
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Back

Translation

http://www.entelechon.com/english/backtranslati

on.html

2. IlsupsusrumaauuavesadwenazllsaulaanlSauney

ANuARIEVRIIALIUE

FASTA http://crick.genes.nig.ac.jp/homology/fasta-e.html

BLAST http://www.ncbi.nlm.nih.gov/blast/blast.cgi

SSEARCH http://watson.genes.nig.ac.jp/homology/ssearch-
e.html

3. TdsunsulSeueuanuadiefusznnamefvwense

TlsAunmasdnmn

CLUSTALW

ALIGN http://vega.igh.cnvs.fr/bin/align-guess.cgi
LALIGN http://vega.igh.cnvs.fr/bin/lalign-guess.cgi
LFASTA http://www?2.igh.cnrs.fr/fasta/lfasta-query.html

http://dot.imgen.bem.tmc.edu:933 1/multi-

align/Options/clustalw.html

MAP

http://dot.imgen.bcm.tme.edu:9331/seq-
seqrch/protein-search.html

MSA

http://dot.imgen.becm.tme.edu:9331/seq-

search/protein-search.html

MultAlign

http://www.toulouse.inra.fr/multalin.html

Molsof

4. Isupsuduunriiauazanyazysalysau

http://molsoft.com/serv/walign.htm

ACompldent http://expasy.nhri.org.tw/tools/aacomp/
Multildent http://expasy.nhri.org.tw/tools/multiident/
PeptideMiss http://expasy.nhri.org.tw/tools/peptide-mass.html

5. Tlsunsadmnzvlnssaailgugh

Coils http://www.ch.embnet.org
PairCoils http://nightingale.lcs.mit.edu
MultiCoils http://nightingale.lcs.mit.edu
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DGPI http://www.bigfoot.com

NetPicoRNA http://www.cbs.dtu.dk

6. JsunsumMsmAMYHaved Transmembrane

(Transmembrane regions detection)

DAS http://www.biokemi.su.se
HMMTOP http://www.enzim.hu

SOSUI http://azusa.proteome.bio.tuat.ac.jp
Tmpred http://www.ch.embnet.org
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